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INTRODUCTION OF CO-IP AND PULL-DOWN

Co-Immunoprecipitation
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PRINCIPLE OF CO-IP AND PULL-DOWN
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GST Pull-Down as an example.

PRINCIPLE OF CO-IP AND PULL-DOWN

Advantages

Co-IP

1) Bait protein and prey protein are in
natural conformation in CO-IP analysis.
2) The interaction between bait and prey
protein occurs in the body with little
external influence.

3) Does not require cloning and heterol-
ogous expression. Rapid if antibody is
available.

Pull-Down

1) Generic ability to purify
low-abundant protein complexes.
2) The pull-down assay is general-
ly used for in vitro transcription or
translation systems.

Disadvantages

1) Low affinity or transient interactions
between proteins may not be detected.
2) Co-IP results cannot determine
whether the interaction is direct or
indirect, as the possibility of other
proteins participating cannot be ruled
out.

3) Not generic-requires access to specif-
ics antibodies.

1) The presence of a protein tag may
influence results competition with
the endogenous complex.

2) It doesn't really reflect the inter-
actions between proteins, because
they don't necessarily meet spatially
in the body, so it doesn't mean that
they're bound physiologically.
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